Non-syndromic retinal dystrophy due to bi-allelic mutations in the ciliary transport gene IFT140
Supplementary figure 2:
Conservation of residues across species, generated by Clustal Omega. Position missense residues highlighted in grey. * (asterisk) indicates positions which have a single, fully conserved residue, a : (colon) indicates conservation between groups of strongly similar properties, a . (period) indicates conservation between groups of weakly similar properties. Three of the non-syndromic mutation residues (Ala341Thr, Thr484Met, Ser939Pro) are not conserved whereas Cys333Tyr is fully conserved. Of the syndromic residues, 6 of 9 are fully conserved.
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